Key indicators: single-crystal X-ray study; T = 113 K; mean (C-C) = 0.003 Å; disorder in main residue; R factor = 0.048; wR factor = 0.125; data-to-parameter ratio = 14.4. Refinement R[F 2 > 2(F 2 )] = 0.048 wR(F 2 ) = 0.125 S = 1.12 3445 reflections 240 parameters 8 restraints H-atom parameters constrained Á max = 0.38 e Å À3 Á min = À0.76 e Å À3
The title compound, C 16 H 13 ClFNOS, possesses potent antibacterial activity. The overall molecular conformation is described by the dihedral angles of 43.0 (1) between the 3chloro-4-methylbenzene and thiazolidinone rings, and 88.8 (5) between the thiazolidinone and 4-fluorobenzene rings. The 3-chloro-4-methylbenzene ring is disordered over two positions with occupancy factors approximately 3:1. Fig. 1 Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > 2sigma(F 2 ) is used only for calculat-supplementary materials sup-3
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ing R-factors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger.
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å 2 )
0.49210 (13) 0.10913 (11) 0.54723 (7) 0.0612 (4) O1 0.09023 (11) 0.42265 (11) 0.25825 (7) 0.0344 (3) N1 0.25973 (12) 0.37796 (11) 0.29988 (7) 0.0258 (3) (7) 0.0040 (6) −0.0049 (6) −0.0040 (6) C1 0.0331 (10) 0.0275 (9) 0.0189 (8) 0.0015 (7) 0.0007 (7) 0.0017 (7) C2 0.0391 (11) 0.0276 (9) 0.0231 (9) 0.0023 (8) 0.0050 (8) −0.0024 (7) C3 0.0309 (10) 0.0275 (9) 0.0203 (8) −0.0011 (7) −0.0025 (7) −0.0002 (7) C4 0.0276 (9) 0.0239 (9) 0.0162 (8) −0.0001 (7) −0.0035 (6) −0.0031 (6) C5 0.0311 (10) 0.0287 (9) 0.0214 (8) −0.0012 (7) 0.0002 (7) −0.0020 (7) C6 0.0544 (13) 0.0268 (10) 0.0215 (9) −0.0049 (9) 0.0008 (8) 0.0008 (7) C7 0.0608 (13) 0.0305 (10) 0.0208 (8) 0.0152 (9) −0.0100 (9) −0.0014 (7) C8 0.0393 (11) 0.0550 (13) 0.0282 (10) 0.0179 (10) −0.0080 (9) −0.0035 (9) C9 0.0302 (10) 0.0452 (12) 0.0241 (9) 0.0022 (8) −0.0018 (7) −0.0011 (8) C2-S1-C3 94.20 (8) C12-C11-H11A 120.0 C1-N1-C10 124.5 (2) C10-C11-H11A 120.0 C1-N1-C3 118.97 (14) C11-C12-C13 120.0 C10-N1-C3 116.0 (2) C11-C12-H12A 120.0 C1-N1-C10' 115.7 (5) C13-C12-H12A 120.0 C10-N1-C10' 13.6 (4) C12-C13-C14 120.0 C3-N1-C10' 125.2 (5) C12-C13-C16 119.7 (2) O1-C1-N1 124.48 (16) C14-C13-C16 120.3 (2) O1-C1-C2 122.60 (16) C15-C14-C13 120.0 N1-C1-C2 112.92 (15) C15-C14-Cl1 117.82 (16) C1-C2-S1 108.15 (13) C13-C14-Cl1 122.16 (16) C1-C2-H2A 110.1 C14-C15-C10 120.0 S1-C2-H2A 110.1 C14-C15-H15A 120.0 C1-C2-H2B 110.1 C10-C15-H15A 120.0 S1-C2-H2B 110.1 C13-C16-H16A 109.5 H2A-C2-H2B 108.4 C13-C16-H16B 109.5 N1-C3-C4 113.20 (14) H16A-C16-H16B 109.5 N1-C3-S1 105.60 (12) C13-C16-H16C 109.5 C4-C3-S1 111.08 (11) H16A-C16-H16C 109.5 N1-C3-H3A 108.9 H16B-C16-H16C 109.5 C4-C3-H3A 108.9 C11'-C10'-C15' 120.0 S1-C3-H3A 108.9 C11'-C10'-N1 123.7 (5) C9-C4-C5 119.17 (16) C15'-C10'-N1 116.3 (5) C9-C4-C3 119.69 (16) C10'-C11'-C12' 120.0 C5-C4-C3 121.14 (16) C10'-C11'-H11B 120.0 C6-C5-C4 120.75 (18) C12'-C11'-H11B 120.0 C6-C5-H5A 119.6 C11'-C12'-C13' 120.0 C4-C5-H5A 119.6 C11'-C12'-H12B 120.0 C7-C6-C5 117.89 (18) C13'-C12'-H12B 120.0 C7-C6-H6A 121.1 C12'-C13'-C14' 120.0
